Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.029; wR factor = 0.078; data-to-parameter ratio = 13.0.
In the title compound, C 5 H 7 N 3 OS 2 , inversion dimers linked by pairs of N-HÁ Á ÁN hydrogen bonds occur, forming R 2 2 (8) ring motifs. These dimers are arranged into chains via intermolecular C-HÁ Á ÁO hydrogen bonds between the methylsulfanyl groups and the O atoms of the carbonyl groups. The acetamido-1,3,4-thiodiazole unit is essentially planar [r.m.s. deviation 0.045 (8) Å ].
Related literature
For the applications of 1,3,4-thiodiazole and its derivatives in antimicrobial drugs and in the construction of metal-organic frameworks, see: Gardinier et al. (2007) ; Mrozek et al. (2000) ; Xue et al. (2008) . For the synthesis, see: Clerici & Pocar (2001) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). further expanded application in antimicrobial drugs and in the construction of some interesting metal-organic frameworks (Gardinier et al., 2007; Mrozek et al., 2000; Xue et al., 2008) . Recently, we synthesized a new thiodiazole-ligand, namely 2-acetamido-5-methylmercapto-1,3,4-thiodiazole, (I). Herein we report the crystal structure of this ligand.
The molecular structure of (I) is shown in Fig. 1 . The acetamido-1,3,4-thiodiazole moiety is essentially planar (r.m.s. deviation 0.045 (8) Å), forming a dihedral angle with the C1, S1 and C2 plane of atoms of 14.6 (9)°. In the crystal, inversion dimers linked by pairs of N-H···N hydrogen bonds occur, forming R 2 2 (8) ring motifs. These dimers are arranged into chains via intermolecular C-H···O hydrogen bonds between the methyl groups and the O atoms of the carbonyl groups (Fig. 2) .
The title compound was prepared according to the literature (Clerici et al., 2001) . 5-Methylsulfanyl-1,3,4-thiadiazol-2-ylamine (3.239 g, 0.022 mol) was suspended in acetic anhydride (2.28 ml, 0.024 mol), and acetic acid (9 ml) was added under stirring. The reaction mixture was further stirred at 313 K for 20 min. After cooling, water (10 ml) was added to the mixture, and then the precipitate was recrystallized in EtOH, which gave single crystals suitable for X-ray diffraction analysis (yield: 3.331 g, 80%).
Refinement
All H atoms bound to C atoms were geometrically positioned and refined using a riding model, with C-H = 0.96 Å and U iso (H) = U eq (C). H atom on amino N was located from difference Fourier map and its position was refined freely, with U iso (H) = U eq (N). The refined N-H distance is 0.77 (2) Å. Figures   Fig. 1 . The molecular structure of (I), with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. 
